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Wel ¢c o me not e from the& PAR
Conference Chailrperson

Dear PARSA Patrticipants,

Provinc&

forward.

It is my greahonourto welcome you to th&2"¢ Annual Conference of the
t I NFaAd2t 2320t {20ASde 27F {2dzi KSNY
stunning Villa Paradiso Country Manor in Hartbeespoort, Nugkt

dzy RS NJ {SKdhgeritdg&hérS XdvaHlting parasitology

with collaboratio@The theme highlights the critical role that partnership
and interdisciplinary cooperation play in driving the field of parasitology

I would like to extend a special thank you to our keynote speakers,
presenters, andadjudicators fortheir invaluable contributions to this
conference; and heartfelt thanks ®AVETCON for théiard workand

efforts inmaking this conference unforgettable.

During the next few days, we will enjoy a series of fascinatingaalksth terrestrial and aquatic
parasites and | hope that the research shared will inspire numerous discussions during our tea breaks.
| encourage all of you to make the most of dh@etworking opportunities connect with fellow
parasitologistsshare your insights, and fostmllaborationghat will drive scientific progress forward.

Lastly, | would like to thank every delegate for taking the time to attend and participate in this event.
The annual PARSANferenceprovides an excellent opportunityr researchers who share a common
interest in parasites to come together and exchange idea optimistic that this year will be no
different, and thaeach participanwill leave feeling fulfillednspired and revitaed by this enriching

experience

So, enjoy the buffet of parasite research in this beautiful setting and | wishfgolastic conference

experience!
Best wishes,

Kerry

Prof. Kerry Hadfield Malherbe
PARSA PresideftL OC Chairperson
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Programme - Oral

Sunday 06 October 2024

15h00 Registration Opens
15h00 Poster applications
17h30 Drinks, light snacks and networking

Monday 07 October 2024

Time | Abstract# | Description Speaker
Session - Chair: Kerry Hadfield Malherbe
08h00 | Registration opens
08h30 | Welcome and Opening Prqf. Ke_rry Malherbe, NorWest
University
Keynote * South Africa’s Marine Parasitology in the 21st century: cap| Prof.NicoSmit North-West
08h45 o ; . . . .
building through international collaboration University
Thaparocleidusspp. Monoopisthocotylea) from Stripe
09h15 11 catfish, Pangasianodon hypophthalmySauvage, 1878 DrL @I t njA { NB f 2 O}
imported from Sri Lanka and Indoned#amall taxonomiq Limpopo
head twister
Ecto and endoparasites of clariids in thépper Congg Mr Gyrhaiss K. Kasembele,
09h30 24 . . . . . . .
Basin: Examining diversity University of Lubumbashi
Parasite conservatiorAn unusual topic, but increasing| Prof.Wilmien J. LuuBowell,
09h45 55 : . . . :
recognised as a crucial component of ecosystem healtll University of Limpopo
10h00 | Mid-morning refreshments
Sessior - Chair: Luther van der Mescht
o . . DrLehlohonolo S. Mofokeng,
10h30 52 Ectoparasite diversity of small terrestrial mammals University of the Free State
Gastrointestinal parasitic fauna of two sympatric specie . .
10h45 19 the genusGenetta(Carnivora, Viverridae) in the Great F Mr OVYabO Mkhehle, University g
: the Witwatersrand
River Reserve
Morphological and molecular characterisation | Prof.Samson Mukaratirwa,
11h00 31 amphistomes infecting cattle and wildlife ruminants fr¢ Ross University School of
selected locations in South Africa and Zimbabwe Veterinary Medicine
Tsetse fliesGlossina austerand G. brevipalpisapparent| Mr Percy M. Moyaba, Agriculturg
11h15 14 densities between 20082019 in the nortkeastern| Research Counddnderstepoort
KwaZulu Natal Province of South Africa Veterinary Research (ARYR)
Advancements in Equine Piroplasmosis diagnostics: | DrRaksha V. Bhoora, University
11h30 8 o ) . )
traditional methods to molecular innovations Pretoria
11h45 9 KGOFA Project: Supporting tick and-ltickne pathogen| MsAlice Iddon, University of
control Liverpool

12h00 | Poster Session 1
13h00 | Lunch &\etworking
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Monday 07 October 2024

Time | Abstract# | Description Speaker
SessiorB ¢ Chair José Dumbo
14h00 33 Acaricide resistance status of ticks on cattle in South A DrLuthervan der Mescht
and the way forward University of the Fre8tate
Novel multiplex detection of important tiddorne | MsNokuzola ANkosjUniversity
14h15 58 .
pathogens of cattle and dogs of Pretoria
Species diversity and attachment preference site of | .
14h30 63 ticks infesting equines from the Free Stated KwaZulu Ms.ThIo'n olofatso MSefojane
. University of the Free State
Natal, South Africa
An analysis of the gaps in the South African DNA barc Ms_Nozmho_Khuma_Io'I_’he S.OUth
14h45 4 library of ticks of veterinary and public health importang African National Biodiversity
y yandp P Institute (SANBI)
15n00 a1 Investigating the potential of agelated resistance o| MsEliznarerblansUniversity of
cattle to hard ticks for tick control the Free State
15h15 | Mid-afternoon refreshments
Session - Chair: Samson Mukaratirwa
15h45 54 The first record and description of the male coralld Ms Kelsey Longstaff, NoftNlest
isopodArgathona lineatdrom Borneo shark hosts University
New species dParadiplozookhmerov, 1974 frorhabeo Dr _Nehgm|ah M Rindoria,
16h00 27 victorianus Boulenget901 in River Nyando, Kenya University of Limpopo, South
9¢ y ' y Africa and Kisii University, Kenyg
A new species ofrilobovarium(Digenea: Opecoelidag .
16h15 35 from Sillago siham@Forsskal) (Sillaginidaiea Maputo Bay Prof. Jose Du_mbo,_ Eduardo
. . . . Mondlane University
Mozambique, based on an integrative systematic appr(
. L . .| Ms Seshnee Reddy, South Afric
16h30 50 Expand!ng the scope of an Aquatic Blod|ver§ ity Biok Institute for Aquatic Biodiversity
Integrating diverse collections for comprehensive reses
(SAIAB)
16h45 | Close of Day 1
17h00 | PARSA AGMMEMBERS ONLY
18h30 | Welcome Receptiog Build your own Pizza!

Tuesday 08 October 2024

06h30- 07h00
Sunrise Yoga Session

This is an optional activity for all attendees.

Join uon the lawns for a relaxirg30minute yoga s

Bring along a towel/mat to sit on, comfortable clothes and a bottle of water.
No experience requiredall fithess levels welcome!

A N

ession.
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Tuesday 08 October 2024

Time | Abstract# | Description Speaker
Sessiom - Chair: Oriel Thekisoe
. .| Prof.DennisGrah Uniformed
08h30 CK:(e))ﬁggLerazt-i :grx::‘;leltrgrpeanosomes and the Human BiBoain Barrier: A Services University of thealth
Sciences, Bethesda, MD, USA
Molecular detection of animal trypanosomes infect .
09h00 39 cattle in the northeastern KwaZuNatal Province, Sout] Ms.NaIe.dl D. Serage, NoAwest
. University
Africa
Expression and characterlsa}tmn ofBabeS|a_bow.§P4 Mr Thandikhaya Bambeni,
09h15 25 anchored hypothetical protein as a potential diagno : . .
. University of Pretoria
candidate
09h30 15 Ecoepidemiology of the zoonotic parasifEoxoplasma MsMadeli de Bruin, University of
gondiiamong wildlife in Kruger National Park, South Afi Pretoria
09h45 61 An evaluation of the efficacy of acaricidal plants u MsGantshe GMolabg Tshwane
against canine associated ixodid ticks: A systematic re\ University of Technology
10h00 | Mid-morning refreshments
Sessiorb - Chair: Lehlohonolo SVlofokeng
. . . . . . Prof.Miles B. Markus, University
10h30 3 Revised life cycle in man of the malaria par&asmodium of the Witwatersrand
Genotypic characterisation @ryptosporidiunfrom animal| Prof.Amidou Samie, University 0
10h45 37 . : . .
isolates in the Limpopo Province Venda
Intra- and interspecific variation &mblyommaicks from| Dr Andeliza Smit, University of
11h00 16 : .
southern Africa Pretoria
11h15 46 Eukaryotic microbiome dicks and humans in the rur{ Ms Rebecca Ackermann,
Mnisi community situated in Mpumalanga, South Africa University of Pretoria
11h30 30 RevolutionisinghnaplasmagenomicsA strategy to obtain| DrS. MarcusMakgabo, University,
the genome sequence from carrier cattle of South Africa (UNISA)
Assessment of two quantitative rdahe PCR assays a Ms Bianca Bezuidenhout
11h45 23 16S microbiome sequencing to detect a noveaplasmal '

species in dogs

12h00 Poster Sessiah
13h00 | Lunch & Networking

University of Pretoria

Sessior? - Chair:lvat njA { NE ¢

2 ot

What do we know aboutamproglenaclariae as an

Prof.AnnemariéAvenant

14h00 34 indicator of metal pollution after almost 30 years? Oldewage, University of
Johannesburg
The zoonotic potential of sndibrne parasites in th¢ Prof.Maxwell Barson, University
14h15 21
Okavango Delta, Botswana of Botswana
Long distance travellers find home in South Afr . .
14h30 2 Bioinvasions and gastropdtematode associations in th DrJames O. Outa, University of
. : Johannesburg
Crocodile River (West) system
14h4s5 12 Composition of monopisthocotylean infestations | Mr Prince S. Molokomme,
Ornamental Cichlidae imported into South Africa University of Limpopo
One or two RhlpldocotyI&spp._ (Digenea: _Bucepha_llda DrQuinton M. Dos Santos,
15h00 69 from sawtooth barracuda in Mozambique using . .
. . . University of Johannesburg
integrative taxonomy to solve the riddle.
Redescription oGnathia tridensvienzies & Barnard 195| Dr Anja Erasmus, NorWest
15h15 60 (Isopoda: Gnathiidae):Molecular and morphologicg University- Water Research
evidence Group
15h30 | Mid-afternoon refreshments
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Tuesday 08 October 2024

Time | Abstract# | Description Speaker
Sessio - Chair: Faith Nkosi

Evaluation of host serum metabolome kh contortus| MsOntiretse BKubg University
16h00 45 . . . .

infected goats using an untargeted metabolomics apprq of Pretoria

Attitudes of communal goat farmers on the prevalence { Mr Khanyisani ®Nldwandwe
16h15 42 . . . . .

control of gastrointestinal nematodes University of Pretoria

The identification of parasitic gastrointestinal nematode - . .
16h30 64 naturally infected sheep in the Mak#&iPhofung DrNthatisi Nyembe, University o

L the Free State

municipality, Free State

Epidemiology and diversity ofjastrointestinal tract Ms_Veromcg Phet'i”" The S.OUth
16h45 5 : . . . L .| African National Biodiversity

helminths of wild ruminants in St8aharan Africa: A revie .

Institute (SANBI)

17h00 | Close of Conferenc® Words of Thanks
19h00 | Conference dinner & awards (DreSmart casugl

Wednesday 09 October 2024

10h00 | Checkout

Programme - Posters

Description

9103141010
Speaker

[07] Assessing the effects of ionic silver and silver nanoparticle
Macrogyrodactylus congolensiad their behavioural responses in varig
aquatic media

Ms Lutfiyyal atief,University of
Johannesburg

[10] Tick distribution and comparative analysis of bovine blood microb
in two provinces of South Africa using 16S rRM@Bio sequencin
approach

DrZamantungwadnisi, University of
Limpopo

[13] Endohelminth parasites of ornamental Cichlidae imported into S
Africa

Mr Prince SMolokomme,University of
Limpopo

[17] Dipteran female flies as an ultimate mechanical vector for b
pathogens of animal diseases

Dr Serero AModise,South African
Biodiversity Institute

[18] Experimental evaluation of heparasites interactions in the syste
Glossolepis incis&eber, 1907 and ectand endoparasites

Drivat njA 1 NJitessig lof Limpopo

[20] A novel rickettsial agent identified in patients with acute febrile illy
is also present in ticks

DrNicola ECollinsUniversity of Pretoria

[26] Not even named and already nehreatened: The case of a ne
Gyrodactylusnonogenean on the Clanwilliam saw@eilobarbus serrin
the Cape Fold Ecoregion, South Africa

Drivat njA 1 NJitessig lof Limpopo

[28]¢ A 01 &> RSY23INI LIKAOasxX @S3Sal Ga
meat production in resourepoor regions of the Eastern Cape Provin
South Africa

Mr SindisilégGoni,Dohne Agricultural
Development Institute

[29] Ectoparasites of three commensal invasive rodents: A global syste
review of ratassociated zoonoses

Ms Mabatho M.Nkoko,Tshwane
University of Technology

[32] Molecular detection ofporcine babesiosisn smallholder pigs in
Gauteng Province

Mr Lunani A.AMbanjwa,University of
Pretoria

[40] Dwversity and host specificity of avian haemosporidians at
Afrotropical conservation region

Prof. TshifhiwaNangammbiTshwane
University of Technology

[43] Investigating the presence of bilharzia snail vectors in Vaal Dar

Crocodile River (West) catchment Dam

Mr DylanKnox,North-West University
Potchefstroom
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Tuesday 09 October 2024Poster Session 2: 12haBh00

Description

Speaker

[38] Vector abundance and associated abiotic factors that influence the distrib
of ticks in six provinces of South Africa

DrTsireledzo G. Makwarela,
Tshwane University of Technolo

[49] Monopisthocotylean parasites of cichlid and clariid hosts in the Upper C
Basin:Examining diversity

Mr Gyrhaiss KKasembelg
Université de Lubumbashi

[51] Diversity and distribution of ectoparasites species associated withRuaitsI§
rattus andRattustanezumj in rural communities in the Savanna biome, Sdédtlta

DrDina M.Fagir University of
Pretoria

[56] Characterisation of pathogen diversityT@banus pausing higithroughput
sequencing

Ms TersiaEmsleyNorth-West
University

[57] Redescription and first molecular characterisation of the monopisthocoty
Dactylogyrus spinicirrugDactylogyridea: Dactylogyridae) from the larges
yellowfishLabeobarbus marequeng@ypriniformes: Cyprinidae) in the Letaba Ri
South Africa

Ms TshenoldMasilg North-West
University

[59] Gnathia jimmybuffett W/ Kl y3S&a Ay [l GAGdzRSAZ

Dr AnjaErasmusNorth-West

University
[65] A century and not outiRedescription of the temporary fish parasit@nathia| Ms HesmariéBotha North-West
spongicoldlsopoda: Gnathiidae) based on its type material collected in 1902 | University

[66] Morphological analysis of male gnathiid mandibles in the g&methia
Enhancing taxonomic identification

Ms Michondu PlessidNorth-
West University

[68] DiscoveringGnathia pipindeA new temporary ectoparasite of the pufferfi
Amblyrhynchote honckeifiom South Africa

Prof.Kerry A.Hadfield Water
Research Grouporth-West
University

[70] Unpuzzling marine mysteriesnlocking taxonomic riddles in opistholebeti
trematodes of South Africa

Ms Lindavan der SpuyNorth-
West University

[71] The antiprotozoal and ADMET properties-04-25-cyana2-(methylthio}6-oxo-

1,6-dihydropyrimidird-yl)phenoxyN-phenylacetamide derivatives

Prof.Robyrvan ZylWITS
University

With appreciation to our sponsors

South African Council for Natural Scientific Professions

Intearitv in
) .'\'l./"\./*.lll' nr ouidc

N

Page |10




52 Annual PARSA Conference
6-8 October 2024, NorthVest Province

Keynote Presentations

YS@yafiBdzimK ! TNAOFUEA al NAYS t/lIF NI DAGRE DHA €
GKNRPdzAK AYGSNYlFoa2ylLtf O2ffl62Nloa2y
Nico J. Smit

Water Research Group, Unit for Environmental Sciences and Managemenrtybistrthniversity, 11
Hoffman Street, Potchefstroom 2520, South Afnicao.smit@nwu.ac.za

South Africa has a rich history of marine parasitology that dates back to 1818 when Leach described
the fish parasitic cymothoid isopothilocra capensiffom a Hottentot seabreamPachymetopon

blochij caught off Cape Town. Research on marine parasites was subsequently performed by various
authors, with key work by the likes of Stebbing (1900s), Fantham {19B0s), Barnard (1920s),
Kensley (194@4960s) and Bray (198{1990s), incrementally advangirknowledge regarding the
richness present in South &fin waters. It is important to note, however, that although such
advancement appears coherent through time, the work on any one parasite group is actually
punctuated by long periods of inertia. As a consequence, South Africa lags behind many regons of th
world in terms of numbers of parasite species known and reported. Furthermore, most of the work
done on major groups during the 20th century, for examples the helminths, was done by researchers
not based in South Africa. This led to the paucity of eiggeit marine parasitology in South Africa at

the turn of the century, with probably only certain groups of parasitic Crustacea being the exemption.
Almost ten years ago we (Smit and Hadfield) provided a comprehensive review of the state of marine
parasitdogy in South Africa. In that paper we also provided recommendations for the future direction
for research that include that the focus should be on the lesser studied groups, such as monogeneans,
protists and Myxozoa, and that the scope of research onnendish parasitology be broadened to
include ecological and applied aspects, using modern techniques. The aim of this presentation is thus
to revisit the recommendations of ten years ago and provide some insights into the growth in our
knowledge and undetanding in marine parasitology in South Africa since 2015 with specific emphasis
on the work done by the NWU Water Research group and their extensive network of international
collaborators. Further emphasis is also placed on how these internationabiatitads is crucial for
capacity building in marine parasitology in South Africa.

Biography

Nico Smit is a Professor in Ecology at cofounder of the Water Research Group at

the NorthhWest University, Potchefstroom Campus, South Africa, with more than

Hp &@SIENBQ SELISNASYOS Ay !lljdz GAO tF NFaA
b A O2 Qah oNFsh SaraditEs includes extensive studies on the biodiversity,
taxonomy and ecology of parasitic Crustacea and blood protozoa of marine and
freshwater fishes, and he has authored anéathored more than 200 scientific

papers and three books on theaed other related topics with @96 citations and

an hindex of 33 (Google Scholar, September 2022). To date 24 PhD and 34 MSc
students have graduated under his supervision. He has acted as project leader for
multimilionrNJ y R LINRP2SO0ia 2y (KS O2yaSNBIGA2Yy 2F a2dziK:¢
aquatic ecotoxicology of PGE in aquatic ecosystems in South Africa, the conservation of fish and
associated parasite species, as well as projects ePtiongolo River and its flood plains. Nice ha
contributed to the management of national and international academic societies as president of the
Parasitological Society of Southern Africa (PARSA), president of the South African Society of Aquatic
Scientists (SASAQS), and committee member of thenattenal Symposium on Fish Parasites (ISFP).

He has been a Keynote speaker at the annual conferences of both the Australian and British Societies

for Parasitology and received honouree appointments as Visiting Research Professor from The
University of Quensland, Australia, and the INNOLEC Visiting Chair from Masaryk University, Czech
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Republic. During the past 8 years he has refereed papers for 17 international journals, served as
associate editor of two international journals and was guest editor for two special issues of the
International Journal for Parasitology: Parasites and #ilthi2017 he become the first South African
aguatic parasitologist to be rated by the South African National Research Foundation (NRF) as an
internationally acclaimed scientist (B3 rating) and during his most recent evaluation by the NRF in 2022
he was pgraded to a B1 rating that indicates that all the reviewers are firmly convinced that he enjoys
considerable international recognition for the high quality and impact of his recent research outputs,
with some of them also indicating that he is a leadimgrmational scholar in the field of fish
parasitology. Nico has also been awarded the EiBdom Medal by PARSA in 2022 for his contribution

to parasitology in Africa.
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Uniformed Services University of the Health Sciences, Bethesda, Maryland- USA
dennis.grab@usuhs.edu

Introduction:The African trypanosom&rypanosoma brucei rhodesiense (T. b. rhodesieassgs the

acute East African variant of human African trypanosomiasis (HAT; sleeping sickness). Dissemination
into the brain leads to neurologic involvement characterized by concomitant psychiatric disorders,
seizures, nightime insomnia, and daytime dnsiness, progressive coma and, if untreated, death. How
African trypanosomes alter the human bldaghin barrier (BBB) function to enter and/or disrupt brain
homeostsis and cause central nervous system disease is of vital importance but not fully understood.
In vitro BBB studies using static human brain microvascular endothelial cell (MEC) brain models show
strong links between BBB dysfunction, pathogen cysteinegses, host proteasactivated receptor

(PAR) and €asignaling. Infectioinduced BMEC proinflammatory cytokine expression and-gene
profiling identified pathways that predictf@otein modulation of BBB permeability. Although these
static BBB models priole important and predictive information about the early stages of CNS HAT,
these models do not address the contribution of brain blood flow dynamics.

Trypanosomes and Sheiress FlowdVe investigated the early transcriptional responses of brain MEC
exposed toT. b. rhodesiensender (i) high shear stress (SS) pulsatile flow that mimics the average
microvascular flow and flow in capillaries, (ii) low SS pulsatile flow as found in postcapillary venules
(PCV), a known brain entry site for trypanosome and inflammatory cells,iandd@r classic static
conditions. Bthway enrichment analyses of differentially expressed genes in responBe ho
rhodesensecompared to uninfected controls identified 405 significant canonical pathwatysvadys

altered in brain MEC by the trypanosomes that were specific to brain capillary high SS flow conditions
were mostly metabolic in nature. The ratio of metabolic to signaling pathways expressed was lower in
trypanosome infected brain MEC exposed ww BS PCV conditions. In the absence of SS flow the
expressed gene pathways were mostly signaling in nature. Importantly, while many pathways where
shared between the LowsSrersus static, and the High SS versus static conditions, there was only a low
level of agreement between those genes expressed under static versus either SS flow condition.
Chemokine protein analysis suggested a potential role for fractalkine (CX3@lihjlaamatory cell
recruitment. A high level of agreement between metabolic pathways altered in brain ME®.by
rhodesiensand differentially expressed metabolites in plasma of rhodesiafseted HAT patients

and rodents previously identified itetature, was also found.

ConclusionsOur data reveal how a deadly hurAafective African trypanosome affects brain MEC
under SS conditions occurring vivo and provide insight into mechanisms of neurological
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consequences of. b. rhodesiendefection. Considering that gross brain pathology does not explain

the degree of neuropathology seen in HAT, and in view of the importance of the BBB in maintaining
brain homeostasis, some neurological consequences associated with CNS infection may be due to
infection flowrinduced changes. These findings highlight potential pitfalls associated with interpretation

of brain MEGJerived genomic data based only on static BBB models. Future directions for development
of innovatve approaches to reveal mechanisms, diagnostics, and safe and effective treatment options
will be discussed.

CollaborationsThese studies reflect collaborations over ayd@r period, with colleagues from
academic institutions in South Africa, Brazil, Canada, Chile, Japan, Kenya, Malaysia, and the USA.

DisclaimerThe opinions expressed herein are those of the author(s) and are not necessarily representative of
those of the Uniformed Services University of Hesalth Sciences, the Department of Defense, or the United
States Army, Navy, or Air Force.

Biography

My career of over 50 years spans topics from parasitology to infectious diseases,
and cell biology, and has produced some 100 pegewed publications, and
numerous presentations at scientific meetings worldwide. For the past 25 years
my research interés have focused on understanding the pathophysiology of
vascular barrier dysfunction/leakage in the context of human African
trypanosomiasis (HAT) and other microbial diseases. As Keynote speaker, | will
review progress on delineating the cellular and maler mechanisms that
African trypanosomes use to compromise homeostasis of the -bi@oal

barrier and neurovascular unit that lead to central nervous system disease.
There is great hope that this reseamideavoumwill lead to better diagnostics and therapies for HAT
and will open new doors for our study of neurological diseases caused by other microbes or other
etiologies.

DisclaimerThe opinions expressed herein are those of the author(s) and are not necessarily representative of
those of the Uniformed Services University of the Health Sciences, the Department of Defense, or the United
States Army, Navy, or Air Force.
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2Water Research Group, Unit #environmental Sciences and Management, Nak#ist University,
Potchefstroom, 2520, South Africa
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Striped catfishPangasianodon hypophthalmissa species native to the rivers of Southeast Asia and
has become heavily cultivated for food. Due to its variatioalourationsit has also become a popular
ornamental fish species. In its natural range of distribution, the species is classified under IUCN
categories as endangered (very likely to become extinct in its known native range in the near future).
Fifteen and 12 specimens & hypophthalmuswere received from Sri Lanka and Indonesia,
respectivelyusing an established importer of ornamental f&tandard procedures were applied when
handling, dissection, and examining fish, including the collection and fixation of parasites. The
infestation indices [prevalence (P), intensity of infection (IF) and mean intensity (MI)] were determined.
The morphometric of taxonomic important structures as well as molecular characterisation (28S and
18S+ITS1 rDNA) were used to confirm the identity of the parasites collected from thislgifsceived
from Sri Lank were infected with a single speci€haparocleidus caec(dizelle & Kritsky, 1969) with
P =100%, IF =¢#08, and MI = 224, while specimens from Indonesia were parasitised with two species
of the genusT. caecuand ThaparocleidusianensigLim, 1990) with overall P = 66.7.%, lEX2land
MI = 4.25. Molecular data confirmed thatcaceuss identical to one of two existing genetic variants.
The examination of the type materialbf caecugholotypes and vouchers from India) did not help to
identify the present material as the holotype slide contains two specimens that are not identical. The
findings of the present study confirm thht caecusepresents a complex of species and a taxonomic
re-evaluation using an integrated approach (combination of morphometry and ggnstiequired.
This work was supported by the DERF SARChI Chiln(101054).
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Gyrhaiss K. KasembeleWilmien J. LudBowelt, Willem J. Smit3, Emmanuel
Abwée & Maarten P.M. Vanhove

lUnité de Recherche en Biodiversité et Exploitation durable des Zones Humides
(BEZHU), Faculté des Sciences Agronomiques, Université de Lubumbashi, Haut
Katanga, Democratic Republic of the Conggrskasembele@gmail.com
Abwe.emmanuel@unilu.ac.cd

2Research Group Zoology: Biodiversity & Toxicology, Centre for Environmental Sciences, Hasselt
University, BB590 Diepenbeek, Belgiummaarten.vanhove@uhasselt.be

SDSINRF SARChI Chair in Ecosystem Health, Department of Biodiversity, University of Limpopo, Sovenga,
0727, South Africawilmien.powell@ul.ac.zavillem.smit@ul.ac.za

The understanding of the parasite fauna of clariids in the Upper Congo Basin remains limited. In the
past decade, heightened interest in fish parasites has led scientists to document and describe several
parasite species (metacercariae from members ofid@da; monopisthocotyleans from members of
Cichlidae, Clariidae and Claroteidae), in the Upper Congo Basin (UCB). Monopisthocotyleans have been
targeted for parasitological studies as they are highly-$ystific, ubiquitous and have a direct

lifecycle, ad they are not well studied in many ecoregions in the UCB, an area with a great fish diversity.

Few studies have been done, mainly on cichlids, in the Bangweulu Mweru, Tanganyika, and Upper
Lualaba ecoregions. Continued studies on monopisthocotylearmdtesrgarasite groups have yielded

additional insights into parasite diversity in the UCB, uncovering the presence of representatives of
various taxa such as Monopisthocotyla, Digenea, Cestoda, and Nematoda. Five Clari@s (
ngamensisC. stappersiiC. buthupogonC.theodoraeand C. gariepindswere screened for ectand
endoparasites in 10 localities in the Lufira and Luapula river systems. Ectoparasites include
Monopisthocotyla [13 species: @ ngamensi@Quadriacanthus aegypticu®. allobychowskiell®.

amakaliaeQ. halajianiQ. domatangiQ. lubandaensj®. curvicirrusQuadriacanthug LJd W3E KA 32 f S @
Macrogyrodactylus clayiiGyrodactylussp. 1); onC. stappersi{(Q. amakaliaeQ.a LJ® W I f 2Y0 2
Quadriacanthusi LJ® Wo | 4@ d@HugogpQ. antakéihe, Quadriacanthusa LJ®d Wo lF aa 2 O
Gyrodactylusp. 2); orC. theodoraéQuadriacanthus LJ® Wo | &agar@finkéQuadriacanyhus
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stappersii metacestodes of Gangesinae), NematodaQingariepinusCamallanussp) have been
recorded. These results highlight the potential biodiversity still to be explored in the Upper Congo Basin
and it will serve as an important baseline for future studies.
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Wilmien J. LuuBRowelt, Nico J Snit& Mackenzie L Kwak

IDSINRF SARChI Chddepartment of Biodiversity, University of Limpopo,
Private Bag X1106, Sovenga, 0727mien.powell@ul.ac.za

2Water Research Group, Unit for Environmental Sciences and Management,
NorthrWest University, Potchefstroom, 2520, South Afticao.smit@ul.ac.za
SParasitology Laboratory, Department of Disease Control, Faculty of Veterinary Medicine, Hokkaido
University, Sapporo, Hokkaido @18, Japan mackenziekwak@gmail.com

Parasites, often negatively perceived due to their association with disease, acomipanents of
biodiversity and ecosystem health. Their roles in maintaining ecological balance and shaping
ecosystems are crucial yet frequently overlooked. Metazoan parasites, including worms, insects, and
arachnids, contribute significantly to ecologitahamics by regulating host populations, maintaining
species diversity, and ensuring ecosystem stability. They exert selective pressures on host species,
driving evolutionary changes that lead to adaptive radiation and speciation. Despite their ecological
importance, parasites are often neglected in conservation policies, partly because their impact is less
visible compared to more charismatic fauna. This oversight is problematic, as the decline of parasitic
species can disrupt ecological balance and ceaseading effects throughout ecosystems. To address

this gap, the International Union for Conservation of Nature Species Survival Commission (IUCN SSC)
Parasite Specialist Group, established in 2021, works to build knowledge on the status and threats to
parasitic species. The group develops policies, provides advice, and facilitates conservation planning to
ensure parasites are included in broader conservation efforts. A significant development in parasite
O2yaSNBIGA2Yy Aa (KS dteideRioyihe RyukyErabbittiPemaphysalisRSRA O
pentalag), an endemic species in Japan. This pioneering initiative marks a shift from aspirational
conservation to actionable, ehe-ground efforts. The program employs bdthsitu and exsitu
strateAASAaY Al AyOfdzRSa 2y32Ay3 Y2YyAUu2NAy3 2F GKS G
and the establishment of a captive breeding program witexesitu insurance population. By focusing

on the conservation of this tick species, the program aims to highlight the critical role parasites play in
ecosystem health and set a precedent for similar global conservation efforts. The hope is that the
Ryukyu rabbitick will serve as a flagship species, inspiring the development of conservatiomgrogra

for other endangered parasites and fostering broader recognition of their ecological importance.
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!Department of Zoology and Entomology, University of the Free State, Private Bag X13,
Phuthaditihaba 9866, South Africa Lehlohonolomofokengl3@gmail.com
TaylorPJ@ufs.ac;zBlyembeNI@ufs.ac.za

South Africa has a rich diversity of small mammals of which several are hosts to
different ectoparasite species of veterinary and human importance. However, data on ectoparasite
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diversity associated with small mammals are limited in South Africa. Hence, to address this lack of
knowledge, the current study aimed at providing an inventory list of ectoparasites infesting small
mammals in the eastern Free State. Species diversityaatats that influence the abundance and
mean intensity of ectoparasites were investigated and identified using the available taxonomic keys.
The chisquare test was used to test the association of ectoparasites among host species. A total of 104
rodent species were captured from three ecotones (Conservation and residential sites, Agricultural and
residential farmstead, Residential sites) and they belonged to 10 geriRadtus, Rhabdomys,
Gerbillicus, Mysorex, Suncus, Crocidura, Otomys, Mastomysamdi@endromuy The preliminary

results showed that about 68% of small mammals were infested by ectoparasites with an average of
eight individual ectoparasites per host. A total of four taxa of ectoparasites (ticks, mites, fleas, louse)
were identified. The ®htified ticks were of geneRhipicephalus, HaemaphysadindHyalommaand

the mites were from the family Laelapidae. Gr@yplexindividual was also identified, while fleas
consisted oXenopsylland DinopsyllusMites were the most prevalent ectoparasites occurring with a
prevalence rate 52.3%, followed by fleas (45.2%), and the louse (BI38bgdomysvas the most
abundant and most infested small mammal. Males were the most parasitised group in the study. Some
species of fleas and ticks that occur in this study are also important vectors of some zoonotic diseases
for many animal species including humanfoonotic disease control strategies should be implemented.
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Owabo Mkhehle Emilio Rendoirrancd, Emmanuel Do Linh Saclaudia I.
MunozGarcid & Kim Z.J. Madikiza

tAnimal, Plant and Environmental Sciences, University of the Witwatersrand,
South Africa owabomkhehle7 @gmail.com

2Departamento de Produccion Agricola y Animal, Universidad Auténoma Metropolitana; México
emilio.rendon.franco@gmail.com

3Department of Zoology & Entomology, University of Fort Hare, South-Africa
emmanuel.dolinhsan@gmail.com

‘Departamento de Produccién Agricola y Animal, Universidad Auténoma Metropolitana; México
cimunoz@correo.xoc.uam.mx

SAnimal, Plant and Environmental Sciences, University of the Witwatersrand, South Africa
Kim.Madikiza@wits.ac.za

Parasites play a significant role in regulating wildlife populations through mortality. This study evaluated
the gastrointestinal parasite prevalence in two sympatric and congeneric carngvoites smak

spotted genetGenetta genettpand the Cape gendBénetta tigring in the Great Fish River Reserve,
South Africa. From September 2019 to September 2021, fresh faecal samples from both species were
collected from host latrines identified within the reserve. All samples were examined using two
coprologcal techniques: salt floatation and forregher sedimentation. Overall, 79.0% of the samples
were positive for gastrointestinal parasites. Taxa identified by the presence of eggs, larvae, and oocysts
includedToxocaraspp.,Hymenolepisp., capillarids, oxyuridStrongyloidespp., parasites from the
subclass Digeneayder Spirurida andrder Cyclophyllidea, and families Eimeriidaengriaspp. and
Cystoisosporapp.), Anoplocephalidae and Ancylostomatidae (strortgpks). Genetta tigrinahad a

higher total parasite prevalence compared . genetta with ancylostomatids being the most
prevalent taxa in both species. Both host species showed similar diversity in parasite taxa except for
the prevalence of oxyurids found only@ngenetta These findings suggest that sympatry significantly
influences the transmission of certain parasite taxa. However, other identified parasite taxa may infect
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Genettaspecies incidentally through habitat use and environmental structures, such as burrows shared
with other animals.
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Samson Mukaratirwd, Madeline Sibufalgnore Nyagufa& Pulane Malafji

!One Health Center for Zoonoses and Tropical Veterinary Medicine, Ross
University School of Veterinary Medine, Basseterre, St Kitts, West- Indies
smukaratirwa@roosvet.edu.kmukaratirwa@ukzn.ac.za

2School of Life Sciences, University of Kw&athl, Westville Campus, Durban, South Africa
Maddy.hove@gmail.comiNyaguraigy@amail.conMalatjiiM@ukzn.ac.za

Amphistomosis is a disease of wild and domestic ruminants caused by infection with amphistomes or
digenetic trematode flukes from the family Paramphistomidae, Gastrodiscidae and Gastrothylacidae. It
is a neglected tropical disease of economic importandenmestic and wild ruminants in sidaharan

Africa. The taxonomic status of these trematodes is still unclear and hence the aim of this study was to
use a combination of morphological and molecular methods based on histology and analysis of nuclear
ribosorral internal transcribed spacer 2 ({2)sand mitochondrial cytochrome oxidase | (COI) sequences

to identify and characterise specimens collected from cattle slaughtered at various abattoirs in
KwaZuleNatal and Mpumalanga provinces of South Africa. Weralkaed specimens collected from
wildlife ruminants hunted from conservancies and national parks in Zimbabwe. A total of 168 specimens
from cattle yielded 54 haplotypes with Hd of 0.90 based on 366 nucleotides of the nuclear ribosomal
ITS2 and aligned ith sequences of the Paramphistomidd@astrothylicidae and Gastrodiscidae
downloaded from GenBanklsing a combination of histological and molecular markes2(FD8NA)
techniques for identification of wildlife specimens, seven amphistome species were identified as
follows: Leiperocotyle gretillatiCalicophoron microbothriyunC. raja C. clavula C. phillerouxi,
Gigantocotyle(G.) symmerj and Orthocoelium dicranocoeliynand Gastrothylax(Ga) crumenifer
(pouched amphistome species). The detectio®dfiocoelium dicranocoeliyr@a. crumeniferandL.
gretillatiin wild ruminants represents the first recorded occurrence of these species in Zimbabwe.
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1Agricultural Research Coun€inderstepoort Veterinary Research, Soutpan

Road (M35), Onderstepoort, 0110, South Afritayabap@arc.agric.za
TaioeM@arc.agric.zaenterjgert@gmail.conC.DeBeer@iaea.orgEsterhuizenj@arc.agric.za

2Insect Pest Control Laboratory, Joint FAO/IAEA. Center of Nuclear Techniques in Food and Agriculture,
A-1400 Vienna, Austria

3Unit for Environmental Sciences and Management, Nwetst University, Potchefstroom 2531, South
Africa- Oriel. Thekisoe@nwu.ac.za

*Author for correspondence: Percy Moyabam&il: moyabap@arc.agric.z@el: +27 1529 9371
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Tsetse fliesGlossing are the sole cyclical vectors of trypanosomes commonly found iSahdran
Africa. Two species are present in South Affidassina brevipalpend G. austeniwhich are both
restricted to the northeastern part of KwaZulNatal Province habitat. The Apparent Density (AD) of
the two tsetse flies was determined using odbaited Htraps at five protected areas and four
communal farming sites in 20009 and compared to 20£8019. The total number of collect&sl
austeniin the 2008;2009 period was 895 and 1348ime 2018;2019 period Thetotal number of
collectedG. brevipalpisvas 17909 from the 2008;2009 period and 3601 from the 2018;2019
period. Results indicadghat both tsetse species are still present in stable populations in-eastern

KZN and that an expansion in the distributionGofbrevipalpismay have occurred. The overall
abundance of5. brevipalpishowed a significant increase (p<0.05) in AD from 4.02 f/tltki2008;

2009 period to 5.33 f/t/d irthe 2018;2019 period. In general, it seems that the distributionGof
brevipalpisalso changed, with new recordings dond¢hi@ 2018;2019 period frontwo sites where it

was not recorded ithe 2008;2009 period. In contrast, a significant decrease (p > 0.01) in AD from 0.21
fit/d in the 2008;2009 period to 0.14 f/t/d inthe 2018;2019 period was observed {@. austeni
populations, especially in protected areas. There were taleoareas whereG. austeniwas not
collected inthe 2018;2019 period, compared tthe 20082009 period. Trypanosomosis (Nagana)
remains a constraint to livestock keepers in the tsetse area and research efforts should refine the
currenttsetse distribution to contribute to informed decistoraking for disease management.
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University of Pretoria, Onderstepoort, 0110, South Africa
Raksha.vasantraibhoora@up.ac.za

Equine Piroplasmosis (EP) is a globabticke disease affecting equids, causedBlapesia caballi
Theileria haneyand Theileria equiTraditional diagnosis using clinical signs and microscopy of blood
smears had limitations in sensitivity and specificity, particularly in chronic cases. The advent of
serological tests like the Indirect Fluorescent Antibody Test (IFAT) and Eirdy@demmunosorbent

Assay (ELISA) improved diagnostic capabilities but faced challenges suckreaatidissand inabilt

to distinguish active from past infections. Molecular diagnostics, particularly Polymerase Chain
Reaction (PCR) and quantitative PCR (gqPCR), revolutionised EP detection with high sensitivity and
specificity, enabling low parasitemia detection and diffeation betweenB. caballiand T. equi
Advances in sequencing technologies and spspiesific primers have further refined diagnostics,
allowing the identification of variant parasite genotypes. The development of genotyping as3ays for
equiand B. @ballihas been crucial in identifying different parasite genotypes, which is essential for
understanding the epidemiology of EP, as different genotypes can vary in pathogenicity, drug
resistance, and transmission dynamics. Additionally, gPCR assays havevbéxgreddo detectT.

haneyj further improving diagnostic capabilities. The continuous evolution and innovation in diagnostic
techniques are essential for controlling the spread of EP teendamic areas. By embracing these
advancements, we can bett protect equine health, improve disease management, and ultimately,
safeguard the global equine population against the spread of Equine Piroplasmosis.
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Ynstitute of Infection, Veterinary and Ecological Sciences, University of
Liverpool, Leahurst Campus, Neston, CH64 ATEIDDONDLIVERPOACUK,

MADELEINSOLI@LIVERPOACUK HANNAEVINEE@RLIVERPOACUK

2Okavango Research Institute, University of Botswana, Ecosystem Dynamics, P/bag 285, Sexaxa, Maun
Northwest District, Maun, BotswanélBABAYANRDUBACBW

3Institute of Infection, Veterinary and Ecological Sciences, University of Liverpool, Liverpoot, L69 3BX
LBELtSAKY®LIVERPOACUK ALISTAIRARBEILIVERPOGICUK BLM1@LIVERPOGICUK

4Department of Biological Sciences and Biotechnology, Botswana International University of Science
and Technology (BIUST), P/bag 16, Palapye, BotswaiiL|OUSPOF @STUDENTMARIUSTACBW,
NYAMUKONDIWABIUSTACBW, VIRGILOSERB)ISTUDENTMARBIUSTACBW

SDepartment of Veterinary Tropical DiseaBasulty of Veterinary Science, University of Pretoria,

P/bag X04, Onderstepoort 0110, South AfricasNEVE@UPACZA U14023190@UKSCQZA

¢ School of Biological Sciences, Life Sciences Building, University of Bristol, 24 Tyndall Avenue, Bristol,
BS8 1TQ, ARICHARWALI@BRISTORCUK

Around 18% of global tick species are found in Africa, where ticks atriekdiseases present a
significant strain to livestock production, affecting food security, livelihoods and resilience to global
change. Those reliant on livestock for incomegagstal, to feed their families and to mitigate crop
losses, are especially vulnerable to the consequences of livestock ticks amoiriecldiseases.
Understanding the drivers of titdorne pathogen (TBP) transmission is a fundamental starting point
for the development of guidelines for effective control of diseases affecting livestock. This project aims
to provide knowledge and tools for proactive management of ticks antdide pathogens. To gain

a deeper understanding of heitk-pathogen interactins in the context of the environment, we are
combining empirical data collection with published data and mechanistic modelling of transmission at
multiple scales. We have developed and validated spatial machine learning models of environmental
suitabilityfor key tick species across the African continent. These models can inform surveillance and
placed in the context of livestock density and human resilience/food insecurity, can be used to highlight
human and livestock populations where the risk and careseps of tick exposure are greatest.
Concurrently, between the months of January and March 2024, we conducted the first nationwide,
spatially randomised environmental survey of ticks in Botswana, to generate unbiatedatgp tick

and tickborne pathogn distribution data. The survey was curtailed by drought and will be continued

in late 2024/early 2025. We present the initial findings and reflect on the challenges and benefits of
conducting extensive surveys of this nature. Characterisation of tickbmimes in unfed ticks by
metabarcoding is ongoing, to determine whether microbial composition and diversity varies between
locations, within each tick species, and whether these correspond to the environmental covariables
measured. The findings from tleegreliminary analyses will be implemented within recently developed
modelling frameworks for TBP transmission to enhance our understanding -qfatticigen
microbiome interactions and their interactions with the environment.
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Department of Zoology and Entomology, University of the Free State, Bloemfontein,
South Africa vandermeschtl@ufs.ac.za

Ticks are increasingly developing resistance to acaricides used in South Africa for
their control, which in turn could result in major economic impacts for cattle farmers across the
country. These impacts, such as loss of herd individuals, meat, and milk production, are magnified by
the dichotomy in the farming industry in South Africheme undefresourced and wellesourced
commercial farmers utilise different tick control regimes. The objectives of this review are to investigate
the status of acaricideesistance in ticks of cattle and explore existing as well as potential future
management strategies in South Africa that bridge both the subsistence and commercial farming needs.
Acaricide resistance in the enderiipicephalu@Boophilusdecoloratusaand the norendemicR (B.)
micropluds reported for three of the main chemical classes of acaricides. This is of importance as both
these tick species act as vectors for pathogens that cause babesiosis and anaplasmosis. Most current
data are derived from &ew studies conducted mainly on commercial farms while communal farms
received much less attention. These studies demonstrated how differential acaricidal management
strategies on farms resulted in the development of acaricide resistance that variedfmono farm.

Poor acaricidal management decisions such as underdosing, overdosing, and dosing too frequently,
drive the development of resistance. Although livestock ticks inevitably develop resistance to
acaricides, this usually happens over a much lgpgigod if pesticides are used correctly, thus allowing

time for the development of novel control products. Acaracide resistance development can further be
mitigated by integrated control strategies, which control ticks by drawing on various contegissat

such as the use of tigkesistant cattle, strategic application of a pesticide in response to predetermined
thresholds in tick abundance and switching between acaricides and plant extractstiok aatcines.

Even though these integrated approasho managing ticks appear as a viable and sustainable future
solution, no studies have been conducted to investigate integrative tick management in South Africa
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Department of Veterinary Tropical Diseases, Faculty of Veterinary Science,
/| University of Pretoria, Onderstepoort, South Afrieéah.nkosi@up.ac.za

——— cbyaruhanga27 @yahoo.comarinda.oosthuizen@up.ac;za

melvyn.quan@up.ac.za

Tickborne diseases (TBDs) and their causative agents are widespread across several parts of tropical
countries, and they have a significant impact on the health and productivity of cattle and dogs. Fatality
due to TBDs leads to a major economic impaaammercial and resourggoor farmers worldwide.

The TBDs of concern in cattle and dogs in southern Africa are babesiosis, anaplasmosis, theileriosis, and
ehrlichiosis. The causative pathogens are transmitted by ticks ainéecbons are common due to

shaed vectors. For effective management of these diseases, early and accurate detection is crucial.
Molecular diagnostic techniques are more sensitive and specific but have limited multiplexing
capabilities. The reverse line blot hybridisation (RLB) teahsiquuitaneously detects and identifies
multiple pathogens; however, the assay is laborious,-tiamsuming, and interpretation of the signal
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is subjective. For a quick, cedtective, and reliable quantification of pathogens, multiplex assays are
ideal and advantageous. Using the concept of a liquid array, the xXMAP technology allows for
multiplexing of assays and as a result reduces turnartiomel labour, and costs over traditional
methods. In this study, primers/probes previously used forBibBsia/Theilerigatchall, Babesia
bovis B. bigeminand EhrlichidAnaplasmacatchall were converted to XMAP assays. Optimisation of
beads concemations, hybridisation temperature, biotinylated DNA and probe concentrations were
undertaken for optimal performance. The success of this study will lead to accurate and timely
detection and treatment, therefore reducing mortality and inappropriate usshefmoprophylaxis,
consequently minimising the emergence of resistant strains.
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!Department of Zoology arthtomology, University of the Free State, Private
Bag X13,

Phuthaditihaba 9866, South Africa 2013189374@ufs4life.ac.zal hlonolofatsoccl@gmail.com
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2Unit for Environmental Sciences and Management, N@etst University, Potchefstroom Campus,
Private Bag X6001, Potchefstroom 2520, South Afficakisoe@nwu.ac.za

Ticks are important hematophagous ectoparasites of equines that can affect anirdaingland
vector several zoonotic diseases. Howegtespite the long association between equines and humans
in South Africa, little attention has been paid to the ixodid ticks infesting these vertebrates.thience,
study aimed to determine the species diversity awmhtify tick species that act as vectors of disease
to domestic livestockrom the Free State and KwaZatal, respectively. Ticks were collected from
30 horses and 5 donkeys in the Free State, and 96 horses in kiNazllurhey were morphologically
identified using a Zeiss stereoscope apgrapriate morphological keys. A total of 1153 ticks were
collected: 615 females, 511 males and 27 nymphs. Five tick species were recorded and identified:
Amblyomma hebraeuif80%, 374/1153Rhipicephalus evertsi eve(dr%, 311/1153Rhipicephalus
appendiculutug34%, 397/1153)Rhipicephalus decolorat(8%, 71/1153)Rhipicephalus sanguineus
(2%, 20/1153); an®Rhipicephalusp. (0.6%, 7/1153Amblyomma hebraeurwas mostly recovered
from the inguinal area, chest and leB$iipicephalus evertsi evemsis recovered from under tail and
dorsal backRhipicephalus appendiculutwsas recovered from the ears and he&hipicephalus
decoloratuswas recovered from the hea&hiciphalus sanguinewgas recovered from the axillary
regions and ears; ari@hipicephalusp. was recovered from the head. Tick spenidigcted from this
study are the vectors of economically important diseases of livestbgkicephalus evertsi evelitsi

the vector ofTheileria equand Anaplasma marginaldmblyomma hebraeuis the \ector ofEhrlichia
ruminantium whereasR. sanguineusansmitsRickettsia rickettsilhe current findings can be used in
epidemiological studies assessing the risk oftiorke equine diseases in South Africa. The findings
also confirm that ticks infesting equines have attachment site preference. Further analysis is needed to
determine the specific distribution of each tick species and the risk they may pose to equine health.

MONDAY, 140
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Foundational Biodiversity Science, South African National Biodiversity Institute,
P.O. Box 754, Pretoria, 0001, South AfricaR.Magoro@sanbi.org.za
m.chaisi@sanbi.org.zM.Mwale@sanbi.org.za

2Department of Veterinary Tropical Diseases, University of Pretoria, P/Bag X04, Onderstepoort 0001,
Pretoria, South Africam.chaisi@sanbi.org.za

Ticks are significant vectors of pathogens of both veterinary and public health importance.
Understanding their diversity is important, as infestations cause significant economic losses globally.
To date, approximately 900 species across three familiesbeen identified globally. However, the
taxonomy of most species remains unresolved due to morphological identification challenges and
limited taxonomic expertise. DNA barcoding using mitochondrial DNA (mtDNA) sequences is one of the
most popular markerased for discriminating vertebrate and invertebrate species and can serve as a
valuable tool to support taxonomic verifications and regional biodiversity assessments of ticks. This
study reviewed South African tick mtDNA cytochrome oxidase subu@@)lgéne barcodes on the
Barcode of Life Data Systems (BOLD) by verifying species on the South African national checklist,
literature, and other sequence databases. The compiled list represented 97 species, including
indigenous (59), endemic (27), introdud)l invasive (1), and eight that could not be categorised. The
analyses indicated that 31 species (32%) from 11 genera have validated and cdbuliantodes,
making them suitable for species delimitation. These species are distributed across all nine provinces
with the Eastern Cape having the highest species diversity, followed by Limpopo and -Kiatsfulu
having the least number of barcoded speckisipicephalydHyalomma andArgasspecies exhibited
high intraspecific diversity with multiple Barcode Index Numbers (BINs), indicating either cryptic
diversity or unresolved classification. We identified 21 species of veterinary or zoonotic importance
from the Argasidae and Ixodidae families that should be prioritised for barcoding to improve taxon
representation on BOLD. Coordinating studies and outlining barcoding targets is necessary to keep tick
checklists up to date to support decisioraking for he control of vectoborne diseases and alien
invasive species.
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!Department of Zoology and Entomology, University of the Free State,
Bloemfontein, South Afriegerblans.elizna@gmail.cgrallievd@gmail.com
andermeschtl@ufs.ac.za

2Department of Animal Sciences, University of the Free State, Bloemfontein,
South Africakrugerl3@ufs.ac.za

Ectoparasites, especially ticks, are responsible for substantial economic losses in the livestock
production industry. These losses include a decrease in production output, an increase in production

cost, and stock losses due to tlmbrne diseases. Currefarming practices in South Africa rely heavily

on controlling ticks with the help of acaricides. However, many tick species have already developed
resistance to most acaricides, with some being resistant to multiple acaricides. Therefore, integrated

control strategies, which use several tick control methods, have been proposed as an alternative

method to alleviate acaricide resistance development. This study investigated using the natural age
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related resistance of cattle against ticks, known as host resistance, to limit the use of acaricides. The
objective was to determine if the tick burden on cattle is influenced by the age of the animals. A group
of 30 crossbred female cattle of differentges were selected from the Paradys Experimental farm near
Bloemfontein in the Free State province. All ticks were removed from each animal once a month for 12
months and were identified up to species level with morphological keys. A total of 4 361ltinkige

to 10 species were collected, of which seven were of veterinary importance. We used -affected
generalised linear model with a negative binomial distribution to investigate the effect of age on tick
intensity. A significantly lower mean tickemmsity was found on immature compared to mature nnion
pregnant and pregnant females. However, there was no difference in mean intensity between mature
females. The findings from the study demonstrate the potential of usingeged host resistance

when onstructing an integrated tick control plan.
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WWater Research Group, Unit for Environmental Sciences and Management,
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2Biodiversity & Geosciences Program, Queensland Museum, PO Box 3300, South Brisbane BC,
Queensland 4101, Australia

In recent years, understanding global biodiversity has become a key focus in scientific research and
conservation. However, much remains unknown about marine species, particularly microorganisms
and parasites. This is especially true for the small groumasine isopods within the family
Corallanidae, specifically the genfisgathona These temporary parasites (often referred to as
micropredators) are mostly found in tropical and subtropical regions, and their biodiversity and
distribution remains poorly understood. There are limited records of host interactions, primarily with
fish, and no information on their associations with elasmobranch hosts. In addition, many species
descriptions are outdated and lack molecular data, with several species known only from females,
resulting in incomplete descriptions of males. Thus, this studysédcon the morphological and
molecular characterisation #éfrgathonaspp. collected in Bornean waters and the identification of their
host species. As part of a larger investigation by Connecticut State Museum of Natural History and the
University of Connecticut, into the parasite diversity of Borneo elasmobranchs, thled&ishes were
thoroughly screened for a complete parasite diversity study. A total Afg@ihonaspecimens were
collected from 32 species of sharks, of which 13 matched the morphological characteristics of
Argathona lineatdBruce, Wong & Merrin, 2022. Of these, 10 were female, and three were male. Nine
specimens of\. lineatawere collected from the browd Y RSR 06 Y622 &KINJZ (g2
bamboo shark, and two from the fispotted leopard whipray. The first description of a Malneata
is givenThis is also the first record of the geugathonafrom Borneo, the first record &. lineata
from Indonesian waters, and the first record of corallanids parasitising elasmobranchs. Furthermore,
this study provides the first molecular data for any specidsgzthona Overall, this project advances
understanding of sexual dimorphismAstjathona lineataas well as adding to the distribution records
and known host species.
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2Department of Biological Sciences, School of Pure and Applied Sciences, Kisii University, P.O Box 408,
Kisii, 40200, Kenyanrindoria84@yahoo.com

%Kenya Marine and Fisheries Research Institute, P.O Box 837, Naivasha, 20117; Kenya

g morara@yahoo.com

“Water Research Group, Unit for Environmental Sciences and DevelopmertVésbritniversity,
Potchefstroom, South Afrieavaprik@gmail.com

A parasitological survey carried out between March 2022 and April 2023 in River Nyando Kenya
revealed an unidentified monopisthocotylean belonging to Diplozoidae from the gills of a cyprinid,
Labeo victorianudBoulenger, 1901. The parasite was morphologically examined using light and
scanning electron microscopy and compared with already known diplozoids. Morphology and
morphometrical measurements of the length and width of the body, buccal suckers, pharynx,
attachment clamps, egg, haptor, sickle, and #etial hook handle were all considered. Furthermore,

the shape of the anterior and posterior part of the median plate and the anterior and posterior joining
sclerites were observed and proved to be distinct from previously recBatediplozoospecies from

Africa. A newly obtained sequence of ITS2 rDNA was found to be uniqgue among the data for
Paradiplozoorspp. available in the GenBank database. Phylogenetic analyses placed the specimens
within the highly supported clade of African species forme. lyubkovaeP.ichthyoxanthorandP.
vaalense with P. vaalenséeing the closest sister taxon to newly determined species. This analysis
revealed a clear distinction, with 39 nucleotide base pair differences and an uncorrected genetic p
distance of 6.8% frorA. vaalenseThe morphology and sequence data obtained clearly indicates that
the diplozoid specimen collected frdmvictorianusepresents a new, distinct taxon Béradiplozoon

and will be described soon.
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Marine Biology Station of Inhaca, Eduardo Mondlane University, Maputo,
Mozambique

2Department of Zoology, University of Johannesburg, Kingsway Campus, P.O. Box 524, Auckland Park,
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3Department of Biological Sciences, Eduardo Mondlane University, P.O. Box 257, Maputo, Mozambique
-jcdumbo@gmail.com

The erection of the gendgilobovariunwas based on combined evidence from morphology, molecular
data, hostecology and biogeography. This aided in resolving the most problematic genera in the
subfamily Plagioporinae, iRlagioporustafford, 1904 anBodocotyldujardin, 1845. Currently, eight
species ofTrilobovariumare known worldwide, specifically in the Asian, American, Australian and
African Continent. Two species namélyilobovarium diacopadlagaty & Abdel Aal (1962nd
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Trilobovarium khalilfRamadan, 1983) are known from the Red Sea. While reporting on opecoelid
trematodes from the intestine dBillago sihamdForsskal) collected in Maputo Bay around Inhaca
Island, an integrated approach (scanning electron microscopy, light microscopy and genetic analysis)
was used, and the specimens were found to represent a new taxon. The proposed new species,
Trilobovariumm. sp, differs from all known congeners by its long body and a eaaghat extends
beyond the posterior mangiof the ventral suckefrilobovariumn. sp. is most similar t@. khalili
however, it differs from the latter species by having a longer body; longer oesophagus; longer cirrus
sac extending beyond the ventral suckeishorter and triangular cirresac that extends vertically and
partially overlaps the anterior margin of the ventral sucker; an ovary with threevslmesry with six

to nine lobes; larger eggs; a continuous vitelline field not interrupted at level of ventral sucker; and the
excretory ‘esicle extending to the level of the anterior testisto the posterior testis. The genetic

study based on ITS2 and 28S rDNA also confirmed that the present specimens represent a taxon not
characterised before and that it is closely related@itobovarium parvvati§lartin, Cutmore & Cribb,

2017 fromLethrinus nebulosy§&orsskal). This is the first report ofrdlobovariunspecies infecting a
sillaginid fish as well as the first report of this genus in the Indian Ocean, specifically in southern Africa.
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Seshnee Reddy

South African Institute for Aquatic Biodiversity, Makhanda, 6139, South Africa
- s.reddy@saiab.nrf.ac.za

: Biodiversity biobanks serve as invaluable resources for supporting scientific
research by providing a central platform for collecting, storing and curating specimens and their
associated biological samples. The National Research Four8atitn African Institute for Aquatic
Biodiversity (NRBAIAB) hosts a wet collection facilihddinked aquatic biobank, which reflects
{1'L!. Qa NBaSI NOK 2 JSSAABBBbatkihas beepmmadedte Natidind AqudiS b w (
Biodiversity Biobank by the DepartmeiScience and Innovation (DSI) and we are the largest aquatic
biobank in Africa and currently hold approximatel\0@8 tissue samples of aquatic fish, amphibians

and invertebrate species. The Biobank can store a total capacity of 235 224 samplesherefare

a growing facility that is continually expanding our biological samples. To further enhance our utility
and research potential, we propose an expansion of the Biobank to include a wider variety of
collections, such as aquatic plants, algae,ooiganisms, and parasites. This integrative approach will
enable the Biobank to provide a more complete and multidimensional data set, offering researchers a
more holistic view of aquatic ecosystems and the ability to conduct more innovative, comprehensive
and robust studies. Specifically expanding into an aquatic parasite collection, the Biobank can offer
researchers an unparalleled resource for understanding-rerstsite interactions, disease ecology,

and evolutionary biology. This can enable the stdidgare complex ecological relationships and their
implications for conservation and management strategies. Additionally, preserving parasite samples
alongside host tissues ensures that researchers have access to matched data sets, improving the quality
anddepth of scientific investigations. This integrative process and expansion will enrich the Biobank's
current collection and promote further collaborative opportunities. The-SWRAB Biobank is also an

open access platform and researchers worldwide cgoa#t the use of samples, hence supporting

open science and shared scientific resources. Furthermore, we are a core biobank of the Biodiversity
Biobanks South Africa (BBSA), whose main aim is to increase the range and quality of samples stored
and distribted in biobanks to improve access for research and development.
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Through this initiative, we aim to advance aquatic science through the preservation and study of their
complex biological interactions.
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Naledi SeradeMoeti Taioé? Johan Esterhuiz&n_ehlohonolo Mofokerig
Tsepo Ramatl& Oriel Thekisde

Unit for Environmental Sciences and Management, N@et University,
Potchefstroom, 2531, South Africaalediserage.nd@gmail.com
oriel.thekisoe@nwu.ac.zhaioeM@arc.agric.z&A21205450@gmail.com
2Epidemiology, Parasites and Vectors, Agricultural Research G@Qmadrstepoort Veterinary
Research, Onderstepoort, 0110, South AfficgierhuizenJ@arc.agric.za

3Department of Zoology and Entomology, University of the Free State, Phuthaditjhaba, 9688, South
Africa- lehlohonolomofokengl3@gmail.com

Animal African trypanosomiasis (AAT) is one of the most important parasitic diseases significantly
affecting the health and productivity of livestock. The existence of animal trypanosomiasis in the north
eastern KwaZuiatal (KZN) Province of South Afiéca concern for animal health. Hence, this study
was aimed at using PCR and sequencing to characterise and update the epidemiological status of animal
trypanosome infections in cattle in the nomlastern KZN. Data on 91 cattle blood samples was
obtainedfrom four locations, namely at Maweleni (n=32); Gazini (n=28); Thengani dip tanks (n=15);
and KwaNdaba (n=16). Preliminary results of the universal PTR assay detected 45/91 (49.45%)
positive samples, which were at 250bp, 455bp and 700bprigranosoma vivax, fheileri andT.
congolenseSavannaftype, respectively. Ndrypanosoma brucei bruceias detected from the
screened sample3rypanosoma congolenSavanndype was detected across all sampled locations.

The ITS PCR assay detected overall mixed infectiofis wivaxand T. congolens8avannatype at
6/91(6.5%) as well ak vivaxT. congolens8avannattype andT. theileriat 6/91(6.5%).The results

are consistent with previous studies that reporeccongolens8avannahtype as the main causative

agent of animal trypanosomiasis for cattle in the nagtistern KZN, South Africa. More samples from
other localities are being screened for the occurrence of animal trypanosomes. The presence of
trypanosome infections indicates a burden on cattle livegtoo#uctivity and health in this region.

TUESDAY, 09h00
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Thandikhaya Bambéhi Hein Stoltsz Theo Schettet€ & Raksha Vasantrai
Bhoora

Department of Veterinary Tropical Diseases, Faculty of Veterinary Science,
University of Pretoria, Private Bag X04, Onderstepoort, 0110, South-Africa
u21765309@tuks.co.zdein.stoltsz@up.ac.zdh.schetters@protactivity.com
raksha.vasantraibhoora@up.ac.za

ProtActivity R&D, 5431 Cuijk, The Netherlands

Babesia bovis an intracellular protozoan parasite that causes significant losses in livestock production.
Current control measures, including acaricides, chemotherapeutic drugs, and live attenuated vaccines,
are limited in efficacyPathogenic protozoan parasites contain glycosylphosphatidylinositol (GPI)
anchored proteins, which are considered primary candidates for vaccine development. The previously
predicted GRanchored proteins identified in the proteomeRfbovisnclude 11 hypothetical proteins
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with unknown functions, the recently characterised-&Rthored Surface Antigen(GASA) and five
previously characterised Variable Merozoites Surface Antigens proteins (VMSA). This study focuses on
the in-silicoanalysis, expression, and characterisation of one hypothetical protein, BBOV_I11004180
(BBOV11), as a potential vaccine and/or diagnostic candidate. BBOV11 is a 387 ainimy @citbin
bound to the cell membrane by a GPI anchor. It has a moleculgintve¢i43 kDa and a theoretical pl
of 6.38 Sequence analysis of the South AfriBaovi1 gene from field isolates revealed 100% identity
to published data available on GenBank. GeneArt plasmids containing-kmediiBbo 1 gene were
designed, and the plasmids were expressed as a polyhistadjged (6 HisBBOV11) protein in BL21
(DE3) competeriEscherichia cdlt. coli cells. The recombinant proteins were purified from the soluble
fraction ofE. coliysates using the ProtifitNi-TED 2000 Packed Columns. The expressed recombinant
protein was verified by SEFAGE analysis, and its antigenicity was confirmed by Western blot analysis
using positive bovine sera collected fr@nbovisnfected cattle. Thdbod1l gene was successfully
expressed as a recombinant protein with a molecular weight of approximately 44 kDa. Sera collected
from infected cattle specifically reacted with the BBOV11 recombinant protein, suggesting its high
antigenicity. Our findings indieathat Bbov11lis conserved in South African field isolates and contains
antigenic egbpes that elicit a humoral immune response agaidstbovis making it a suitable
candidate for the development of alternative serodiagnostic assays or use in further vaccine
development studies.

TUESDAY, 09h15
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ICystforming Protozoan Parasite Research Group, Department of Veterinary
Tropical Diseases, Faculty of Veterinary Sciences, University of Pretoria, South
Africa- u19229187 @tuks.co.zphilbokaba@gmail.congdarshana.morar@up.ac.za

2Inserm U1094, IRD UMR270, Univ. Limoges, CHU Limoges, Efipldémiology of chronic diseases

in tropical zone, Institute of Epidemiology and Tropical Neurology, OmegaHealth, Limoges, France
aurelien.mercier@unilim.fr

’IRL REHABS, International Research Laboratory REHABSYIONRSBL, Nelson Mandela University,
George, South Africavirginie.rougeron@cnrs;forugnolle@gmail.com

“Biotechnology Centre, Eduardo Mondlane University, Maputo, Mozambigageves@up.ac.za

Toxoplasma gonds a protozoan parasite that causes toxoplasmosis, a zoonotic disease. The definitive
hosts are felids; however, this parasite infects a diverse range of intermediate hosts, including humans,
domestic animals, and wildlife species. Despite its prevalditibe, is known about the eco
epidemiology ofToxoplasman southern Africa. In this context, our study aims to determine the
seroprevalence of. gondiin wildlife in South Africa. To achieve this, we analysed the seroprevalence

of T. gondiiin retrospective (201&2023) wildlife serum samples from the Kruger National Park using

the modified agglutination test. The results highlighted that definitive felid hosts, (lion [n=136, 91.2%])
and leopard [n=18, 88.9%]) had the highest seroprevaléoiteyed by spotted hyena (n=88, 65.9%).

The seroprevalence among herbivores and omnivores was as follows: hippopotamus (n=35, 51.4%),
white rhinoceros (n=138, 29%), African elephant (n=138, 21.7%), African buffalo (n=137, 18.2%), black
rhinoceros (n35, 17.1%) and warthog (n=35, 14.3%). Analysis of these results (Cl 95%) revealed that
species and diet (carnivore, herbivore or omnivore) showed a significant difference in the
seroprevalence status and were thus found to be significant predictors gireeatence status
(p=2.2e16). Lion, leopard, spotted hyena and hippopotamus presented significantly higher
seroprevalences compared to the other species (p<0.05). A significantly higher difference was found in
the seroprevalence of carnivores comparedh¢obivores and omnivores (p<0.05). The results further
suggested that larger herbivores, especially grazers such as white rhinoceros and hippopotamus, have
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